Supplemental Figures and Legends
ns: not significant, t-test, n = 5-6 animals/condition). (E) Western blot analysis of Pfn2 9 knockdown in CAD cells 48 hr after transfection with a plasmid expressing shRNA Pfn2. β-10 actin signal was used as a loading control. (F) Quantification of (E). Data represent mean ± 1 SEM (***P < 0.001, t-test). (G) βIII-tubulin (cyan) and actin (red) in growth cones of 2 hippocampal neurons co-nucleofected with a GFP and either/both Pfn1 shRNA and Pfn2 3
shRNA expressing plasmids. Scale bar: 4 µm. (H) Quantification of growth cone area related 4 to (G). Only GFP + neurons were chosen for quantification. Data represent mean ± SEM (*P < 5 0.05, **P < 0.01, ****P < 0.0001, ns: not significant, one-way ANOVA Tukey's posttest, n = 6 30-31 neurons/condition). way ANOVA Tukey's posttest, n = 6-18 growth cones/condition). (J) Western blot and (K) 10 densitometry of CAD cells expressing WT or S138A hPfn1. Vinculin was used as control. 11
Data represent mean ± SEM (**P < 0.01, ***P < 0.001, ns: not significant, one-way ANOVA 12
Tukey's posttest). (L) βIII-tubulin staining of WT and S138A hPfn1 expressing hippocampal Figure 6K . Scale 10 bar: 300 µm. 11
